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notes : (XHTML)    {minOccurs="0"} 
annotation : (any)   {minOccurs="0"}



name : SName    {use="optional"} 
unitDefinition : UnitDefinition[0..*] 
compartment : Compartment[1..*] 
specie : Specie[1..*] 
parameter : Parameter[0..*] 
rule : Rule[0..*] 
reaction : Reaction[1..*]
Model
kind : UnitKind 
exponent : integer    {use="default" value="1"} 
scale : integer    {use="default" value="1"} 
name : SName 
unit : Unit[0..*]
UnitDefinition Unit

name : SName 
volume : double   {use="default" value="1"} 
units : SName   {use="optional"} 
outside : SName   {use="optional"}
Compartment
name : SName 
compartment : SName 
initialAmount : double 
units : SName    {use="optional"} 
boundaryCondition : boolean    {use="default" value="false"} 
charge : integer    {use="optional"}
Specie
name : SName 
value : double 
units : SName   {use="optional"}
Parameter
AlgebraicRule AssignmentRule
type : RuleType   {use="default" value="scalar"}
SpecieConcentrationRule
specie : SName
ParameterRule
name : SName 
units : SName   {use="optional"}
Rule
formula : string
CompartmentVolumeRule
compartment : SName
specie : SName 
stoichiometry : integer   {use="default" value="1"} 
denominator : integer   {use="default" value="1"}
formula : string 
parameter : Parameter[0..*] 
timeUnits : SName   {use="optional"} 
substanceUnits : SName   {use="optional"} 
name : SName 
reactant : SpecieReference[1..*] 
product : SpecieReference[1..*] 
kineticLaw : KineticLaw   {minOccurs="0"} 
reversible : boolean   {use="default" value="true"} 
fast : boolean   {use="default" value="false"}
Reaction
SpecieReference KineticLaw




















